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3 <110> APPLICANT: MATHEWS, LAWRENCE S. 

4 VALE JR. , WYLIE W. 

5 TSUCHIDA, KUNIHIRO 

7 <120> TITLE OF INVENTION: CLONING AND RECOMBINANT PRODUCTION OF RECEPTOR (S) OF 

8 THE ACTIVIN/TGF-BETA SUPERFAMILY 
10 <130> FILE REFERENCE: SALK1720-6 

12 <140> CURRENT APPLICATION NUMBER: 09/742, 684A 

13 <141> CURRENT FILING DATE: 2000-12-19 

15 <150> PRIOR APPLICATION NUMBER: 08/476,123 

16 <151> PRIOR FILING DATE: 1995-06-07 i 

18 <150> PRIOR APPLICATION NUMBER: 08/300,584 f\ U 

19 <151> PRIOR FILING DATE: 1994-09-02 

21 <150> PRIOR APPLICATION NUMBER: 07/880,220 

22 <151> PRIOR FILING DATE: 1992-05-08 

24 <150> PRIOR APPLICATION NUMBER: 07/773,229 

25 <151> PRIOR FILING DATE: 1991-10-09 

27 <150> PRIOR APPLICATION NUMBER: 07/698,709 

28 <151> PRIOR FILING DATE: 1991-05-10 
30 <160> NUMBER OF SEQ ID NOS: 16 
32 <170> SOFTWARE: Patentln Ver. 2.1 

34 <210> SEQ ID NO: 1 

35 <211> LENGTH: 2563 

36 <212> TYPE: DNA 

37 <213> ORGANISM: Mus sp. 

39 <220> FEATURE: 

40 <221> NAME/KEY: CDS 

41 <222> LOCATION: (71).. (1609) 
43 <400> SEQUENCE: 1 

4 4 ctccgaggaa gacccaggga actggatatc tagcgagaac ttcctacggc ttctccggcg 60 
4 6 cctcgggaaa atg gga get get gca aag ttg gcg ttc gec gtc ttt ctt 109 
4 7 Met Gly Ala Ala Ala Lys Leu Ala Phe Ala Val Phe Leu 

48 1 5 10 

50 ate tct tgc tct tea ggt get ata ctt ggc aga tea gaa act cag gag 157 

51 He Ser Cys Ser Ser Gly Ala He Leu Gly Arg Ser Glu Thr Gin Glu 

52 15 20 25 

54 tgt ctt ttc ttt aat get aat tgg gaa aga gac aga acc aac cag act 205 

55 Cys Leu Phe Phe Asn Ala Asn Trp Glu Arg Asp Arg Thr Asn Gin Thr 

56 30 35 40 45 

58 ggt gtt gaa cct tgc tat ggt gat aaa gat aaa egg cga cat tgt ttt 253 

59 Gly Val Glu Pro Cys Tyr Gly Asp Lys Asp Lys Arg Arg His Cys Phe 

60 50 55 60 

62 get acc tgg aag aat att tct ggt tec att gaa ata gtg aag caa ggt 301 

63 Ala Thr Trp Lys Asn He Ser Gly Ser He Glu He Val Lys Gin Gly 
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174 gaa tct agt eta tgatggtggc accgtctgta cacactgagg actgggactc 164 9 

175 Glu Ser Ser Leu 

176 510 

178 tgaactggag ctgetaaget aaggaaagtg cttagttgat 
180 gatgcctcca ggacatgtac gcaagcagcc ccttgtggaa 
182 atctgggaaa ettactgeat cgtctgcagc acagatatga 
184 ctgcaaactg taaagaactt ctgaaaatgt actcgaagaa 
186 ggatcttttg gacctggcta atcaagtatt tgcaaaactg 
188 tgtcagaaga cactaattcc ttaaatgaac tactgetatt 
190 tcatttcaga ttttaaaaag ggtaactttt tattgeattt 
192 ctattgtaat gecaacatga cacagcttgt gaatgtgtag 
194 atagtcatca aagtggggta cagtaaagag gcttccaagc 
196 caaggtatac ctcagttcca cggttgttaa attataaaat 
198 gaataaatca gtccatgttt tataacaagg ttaattacaa 
200 aaaaatggta agetatgett agtgccaata gtaagtggct 
202 gcttttcttc tactggcttg taatttaggg aaaacaagtg 



tttctgtgtg aaatgagtag 1709 
agcatggatc tgggagatgg 17 69 
agaggagtct aagggaaaag 1829 
tgtggccctc tccaaatcaa 1889 
acatcagatt tcttaatgtc 1949 
ttttttaaat gaaaaacttt 2009 
gctgttgttt ctataaatga 2069 
tgtgctgctg ttctgtgtac 2129 
attactttaa cctccctcaa 2189 
tgaaaacact aacagaattt 2249 
attcactgtg ttatttaaga 2309 
atttgtaaag cagtgtttta 2369 
ctgtctttga aatggaaaag 2429 
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204 aatatggtgt caccctaccc cccatactta tatcaaggtc ccaaaatatt cttttccatt 2489 
206 tcaaagacag cactttgaaa accctaaatt acaagccagt agaagaaaag ctaaaacacg 254 9 
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Lys 


Asp 


Gly 


His 


Lys 


Pro 


Ala 


He 


Ser 


His 


275 


305 










310 










315 










320 


277 


Arg 


Asp 


He 


Lys 


Ser 


Lys 


Asn 


Val 


Leu 


Leu 


Lys 


Asn 


Asn 


Leu 


Thr 


Ala 



208 ctttacaaat agee 



2563 
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278 










325 










330 










335 




280 


Cys 


He 


Ala 


Asp 


Phe 


Gly 


Leu 


Ala 


Leu 


Lys 


Phe 


Glu 


Ala 


Gly 


Lys 


Ser 


281 








340 










345 










350 






283 


Ala 


Gly Asp 


Thr 


His 


Gly 


Gin 


Val 


Gly 


Thr 


Arg 


Arg 


Tvr 


Met 


Ala 


Pro 


284 






355 










360 










365 








286 


Glu 


Val 


Leu 


Glu 


Gly Ala 


He 


Asn 


Phe 


Gin 


Arg 


Asp 


Ala 


Phe 


Leu 


Arg 


287 




o / vj 










375 










380 












lie 


/iSp 


ixie l 


Tvr 
i yi 


Ala 


Met 




JjC Li 


Val 


J-JC Li 




PI n 


LiC Li 


Al a 


OCJ. 


Arg 


290 


385 










390 










395 










400 


_7 




Thr 


Ala 




Asp 


Gly 


C JL \J 


V d _L 




PI n 

yj A. Li 


lyr 


L lc L. 


lie Li 




Php 

IT iltr 


PI n 

\J J- Li 


^ j j 










405 




















1 1 J 




zyo 


Pin 
lj-LU 


Glu 


He 




Gin 


His 


riO 




Leu 




/iSp 


jyier. 


Pin 




v ax 


vdl 


296 








420 










425 










430 






298 


Val 


His 


Lys 


Lys 


Lys 


Arg 


Pro 


Val 


Leu 


Arg 


Asp 


Tyr 


Trp 


Gin 


Lys 


His 


299 






435 










440 










445 








301 


Ala 


Gly 


Met 


Ala 


Met 


Leu 


Cys 


Glu 


Thr 


He 


Glu 


Glu 


Cys 


Trp 


Asp 


His 


302 




450 










455 










460 










304 


Asp 


Ala 


Glu 


Ala 


Arg 


Leu 


Ser 


Ala 


Gly 


Cys 


Val 


Gly 


Glu 


Arg 


He 


Thr 


305 


465 










470 










475 










480 


307 


Gin 


Met 


Gin 


Arg 


Leu 


Thr 


Asn 


He 


He 


Thr 


Thr 


Glu 


Asp 


He 


Val 


Thr 


308 










485 










490 










495 




310 


Val 


Val 


Thr 


Met 


Val 


Thr 


Asn 


Val 


Asp 


Phe 


Pro 


Pro 


Lys 


Glu 


Ser 


Ser 


311 








500 










505 










510 







313 Leu 

316 <210> SEQ ID NO: 3 

317 <211> LENGTH: 2335 

318 <212> TYPE: DNA 

319 <213> ORGANISM 

321 <220> FEATURE: 

322 <221> NAME/KEY 

323 <222> LOCATION 
325 <400> SEQUENCE 



Xenopus sp. 



CDS 

(468) . . (1997) 
3 

326 ccgcccacac agtgcagtga ataatagecg gtgcggcccc 
328 tgtgtatptg tcacattgaa gtttgggctc ctgtgagtct 
330 tgtgaagctg ctgetgeaga aggtggagtc gttgeatgag 
332 tttgatctgc ctctgctccc cattcacact ctcatttcat 
334 actcgccttt aaccctttcc ctggcggagc ccacgcgtct 
336 egctgagega ccagagcgcg acattgttgc ggegggggat 
338 aateggaget gctggggggg aactgataca aegttgegae 
34 0 cgaatgggat tttatctgtg teggtgagag aageggatec 
341 
342 

344 tct gta gcg ctg act ttt eta ctt ctt ctt gca 



34 5 Ser Val Ala Leu Thr Phe Leu Leu Leu Leu Ala 

346 5 10 

34 8 tea gga cac gat gaa gtg gag aca aga gag tgc 

34 9 Ser Gly His Asp Glu Val Glu Thr Arg Glu Cys 

350 20 25 30 

352 aac tgg gaa ctg gag aag acc aac caa agt ggg gtg gaa age 



tcccctcttt 
gagcctcccc 
ggtgggggga 
tcccacggat 
ttcatccctc 
tgggegacat 
tgtaaaggaa 
caggagc atg 
Met 
1 

act ttc cgc 
Thr Phe Arg 
15 

ate tat tac 
He Tyr Tyr 



ccctggcagt 60 
ctgtgtctca 120 
gtcgctgctg 180 
ccacattaca 240 
ctgccgcggc 300 
tgttgcgaat 360 
ttaactegge 420 



ggg gcg 
Gly Ala 

gca ggc 
Ala Gly 

aat gee 
Asn Ala 
35 

tgc gaa 



476 



524 



572 



620 
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Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:6; Xaa Pos. 2,3,4/5,6 
Seq#:10; Xaa Pos. 1,3,4,6 
Seq#:13; N Pos. 11,14,17 
Seq#:14; N Pos. 12,15,24,30,33 
Seq#:15; N Pos. 346 
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